. Diversity measures and estimates. Table S2 . Metadata and water chemistry of samples from pools and S. magellanicum interstitial waters. Figure S1 . Rarefaction curves. (a) 16S rRNA genes (b) nifH genes. Figure S2 . Diversity measures for the three habitats. The middle line in each box depicts the median of the respective data set. The box width represents 50% of the data, while both whiskers and outliers indicate the distribution of remaining data points, thus representing the overall variation. Different letters above each box denote a significant mean difference between respective habitats (P < 0.05). CP, clear pools; VP, vegetated pools; SM, S. magellanicum interstitial waters. 
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